and the mechanisms they use to overcome cell death. Upon viral infection, cells commit suicide and die by Successful implosion of a building depends on the preapoptosis as an altruistic defense mechanism to benefit cise and timely detonation of explosives. If a cell underthe organism. Several viruses have built into their gegoing apoptosis is analogous to an imploding building, nome apoptosis-inhibiting arsenal, including proteins then the explosives are caspases, proteases which bring that directly inhibit caspases (Ekert et al., 1999). Genetic about apoptosis by cleaving key cellular substrates. The analysis of the baculovirus genome led to the identificatight regulation of these enzymes is critical to the normal tion of a direct caspase inhibitor protein, p35. Baculovidevelopment and survival of an organism. Inhibition of rus p35 displays a fairly broad specificity inhibiting cell apoptosis in general, and caspases in particular, is acdeath in insects, nematodes, flies, and mammals. The tively maintained and several inhibitory proteins have mechanism of caspase inhibition by p35 involves subbeen described. single BIR domain containing IAP, is upregulated in many common human tumors, implicating that the deregulation of IAPs contributes to human disease. In addition to BIR domains, some IAPs also carry a C-terminal
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